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Supplementary Figure S1 - Correlation between phenotypic traits and CNV measures in family cohort (513 individuals).
ELS - CELF Expressive Language Score
RLS - CELF Receptive Language Score
NWR - Nonword repetition
y = -0.0162x + 86.372 


















Correlation between ELS & average length of CNVs 
y = -0.0836x + 99.949 


















Correlation between NWR & average length of CNVs 
y = -0.0319x + 97.713 


















Correlation between RLS & average length of CNVs 
y = 0.0609x + 84.563 


















Correlation between ELS & number of CNVs 
y = -0.0006x + 85.649 


















Correlation between ELS & total length of CNVs 
y = 0.2463x + 91.297 


















Correlation between NWR & number of CNVs 
y = -0.0051x + 97.647 


















Correlation between NWR & total length of CNVs 
y = 0.1907x + 93.393 


















Correlation between RLS & number of CNVs 
y = -0.002x + 96.906 


















Correlation between RLS & total length of CNVs 
